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Appointments
2014 – ACM Fellow
1995- Present Professor, Courant Institute of Mathematical Sciences, New York University. 

1992-1993, 1998-1999, 2006-2007 Invited Professor, INRIA, Roquencourt, France. 

1993-Present Co-Editor-in-Chief (with Gottfried Vossen and Felix Naumann) of Information Systems.  Publisher: Elsevier North Holland
Relevant Publications (machine learning and computational biology)
1. Crowdsourcing Thousands of Specialized Labels: a Bayesian active training approach
Maximilien Servajean, Alexis Joly, Dennis Shasha, Julien Champ, Esther Pacitti

IEEE Transactions on Multimedia,  Volume: 19, Issue: 6, June 2017, pp. 1376-1

391

2. Fast Analytical Methods for Finding Significant Labeled Graph Motifs

Giovanni Michale, Rosalba Giugno, Alfredo Ferro, Misael Mongiovi, Dennis Shasha,

Alfredo Pulvirenti.

Data Analysis and Machine Intelligence, accepted
3. Conjugate conformal prediction for online binary classification. M. A. Kocak, D. Shasha, and E. Erkip. Conference on Uncertainty in Artificial Intelligence, UAI 2016, July 2016.
4.  Negative Example Selection for Protein Function Prediction: The NoGO Database Noah Youngs, Duncan Penfold-Brown, Richard Bonneau, Dennis Shasha PLOS Computational Biology, June 12, 2014 DOI: 10.1371/journal.pcbi.1003644 http://www.ploscompbiol.org/article/info:doi/10.1371/journal.pcbi.1003644
5. Gene regulatory networks in plants: learning causality from time and perturbation Gabriel Krouk, Jesse Lingeman, Amy Marshall Colon, Gloria Coruzzi and Dennis Shasha Genome Biology, June 2013
Other Publications

1. ReproZip: Computational Reproducibility With Ease Fernando Chirigati (New York University); Remi Rampin (New York University); Dennis Shasha (New York University); Juliana Freire (New York University) ACM Sigmod 2016
2. An expanded evaluation of protein function prediction methods shows an improvement in accuracy Genome Biology 201617:184 DOI: 10.1186/s13059-016-1037-6©  7 September 2016 one of over 100 authors (for algorithmic contributions)
Synergistic Activities:

1. Co-Editor-in-Chief, Information Systems Journal
2. 2015-2020 INRIA International Chair 
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